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Abstract—This paper aims to review Coronavirus 
and explore its relationship among different 
factors that must be taken into consideration 
throughout the process. Online database have 
been used in this paper to collect all needed 
information to bring out better understanding for 
the purpose of the this research. A new model 
presented to illustrate the relationship between 
Coronavirus and four specific factors. The paper 
finds that there are clear causes of Coronavirus. 
This paper contributes to an understanding of the 
Coronavirus. In addition, the paper looks at a view 
of Coronavirus from the countries, which have the 
virus. 
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I.  INTRODUCTION  

A novel coronavirus called "Middle East Respiratory 
Syndrome Coronavirus" (MERS-CoV) was initially 
reported in 2012 in Saudi Arabia and has since spread 
to a few different countries, including the United 
States. Most people infected with MERS-CoV have 
created extreme intense respiratory sickness, including 
fever, hack, and shortness of breath. Many of them 
have died [1]. Coronavirus are basic infections that a 
great many people get some time in their life. Human 
coronaviruses more often than not make mellow direct 
upper-respiratory tract illnesses [2]. There are four 
primary sub-groupings of coronaviruses including 
alpha, beta, gamma and delta [3]. Extreme Acute 
Respiratory Syndrome (SARS) is an as of late rose 
sickness connected with pneumonia in an extent of 
those human persons contaminated. The episode was 
initially perceived in Guangdong Province, China in 
November 2002. The illness was strange for its 
seriousness and patients experiencing this sickness 
did not react to observational, antimicrobial treatment 
for intense, group procured average or atypical 
pneumonia. The clinical disorders of SARS are fever, 
shortness of breath, lymphopenia and quickly 
advancing changes on radiography [4]. There are 
numerous coronaviruses that actually infect animals. 
The greater part of these as a rule contaminate stand 
out creature species or, at most, a little number of 
firmly related species, but not people. However, 
SARS-CoV can infect people and animals, such as 
monkeys, Himalayan palm civets, raccoon dogs, cats, 
dogs, and rodents. MERS-CoV has additionally been 
found to infect People and animals such as camels 
and bats [5]. People around the globe generally get 
infected with human coronaviruses 229E, NL63, 
OC43, and HKU1. Two exceptions are SARS-CoV and 

MERS-CoV. SARS-CoV was initially perceived in 
China in November 2002. It brought about an overall 
episode with 8,098 probable cases including 774 
deaths from 2002 to 2003. Since 2004, there have not 
been any known cases of SARS-CoV infection 
reported anyplace on the world. MERS-CoV was first 
reported in Saudi Arabia in 2012. It has created 
sickness in hundreds of people from a few countries. 
All cases to date have been connected to nations in 
and close to the Arabian Peninsula [6]. CDC proceeds 
to nearly monitor the MERS situation globally and work 
with accomplices to better comprehend the dangers of 
this infection, including the source, how it spreads, and 
how diseases may be prevented [7]. The ways that 
regular human coronaviruses spread have not been 
concentrated in particular. However, it is likely that 
human coronaviruses spread from person to others by 
close Personal contact, for example, touching or 
shaking hands and through the air by coughing and 
sneezing. Coronaviruses may also spread by touching 
tainted protests or surfaces then touching your mouth, 
nose, or eyes [8]. Human coronaviruses as a rule 
cause mellow to direct upper-respiratory tract 
sicknesses of brief span. Symptoms may incorporate 
runny nose, cough, sore throat, and fever. 
Coronaviruses can cause lower-respiratory tract 
sicknesses, for example, pneumonia. This is more 
regular in people with cardiopulmonary illness or 
compromised immune systems, or the elderly [9]. 
MERS-CoV is a zoonotic infection that is transmitted 
from animals to people. The starting points of the 
infection are not completely understood but, as 
indicated by the examination of various infection 
genomes, it is believed that it began in bats and was 
transmitted to camels at some point in the inaccessible 
past [10]. The infection has all the earmarks of being 
circling all through the Arabian Peninsula, basically in 
Saudi Arabia, where the larger part of cases (>85%) 
have been accounted since 2012. A few cases have 
been accounted for outside the Middle East. The 
majority of these contaminations are accepted to have 
been obtained in the Middle East, and after that traded 
outside the area. The ongoing outbreak in the Republic 
of Korea is the biggest episode outside of the Middle 
East, keeping in mind worried; there is no confirmation 
of managed human-to-human transmission in the 
Republic of Korea. For all other exported cases, no 
auxiliary or constrained optional transmission has been 
reported for in countries with exported cases [11]. 
Transmission of the infection has happened in health‐
care facilities in a few countries, including from 
patients to health‐ care suppliers and between 
patients in a human services setting before MERS-
CoV was analyzed [12]. It is not generally conceivable 



Journal of Multidisciplinary Engineering Science and Technology (JMEST) 

ISSN: 2458-9403 

Vol. 3 Issue 4, April - 2016 

www.jmest.org 

JMESTN42351522 4580 

to distinguish patients with MERS‐ CoV early or 
without testing since indications and other clinical 
features might be non‐ specific [13]. Contamination 
avoidance and control measures are basic to keep the 
conceivable spread of MERS‐ CoV in health‐ care 
offices. Facilities that give consideration to patients 
suspected or confirmed to be infected with MERS‐
CoV ought to take fitting measures to decrease the 
danger of transmission of Coronavirus from an infected 
patient to other patients, health‐ care workers, or 
guests [14]. Health‐ care specialists ought to be 
instructed and prepared in contamination prevention 
and control and ought to invigorate these abilities 
consistently [15]. Coronaviruses are exceptionally 
unordinary viruses. They have a genome of more than 
30,000 nucleotides as are enormous, as infections go. 
They are likewise uncommon by they way they 
duplicate themselves. Coronaviruses have a two-stage 
replication instrument. (Numerous RNA infection 
genomes contain a solitary, vast quality that is 
interpreted by the cell hardware of the host to create 
every single viral protein.) Coronaviruses can contain 
up to 10 separate qualities [16]. Most ribosomes 
decipher the greatest one of these qualities, called 
replicate, which without anyone else's input is double 
the extent of numerous other RNA viral genomes. The 
replicate quality delivers a progression of compounds 
that utilization whatever remains of the genome as a 
layout to create an arrangement of littler, covering 
emissary RNA atoms, which are then deciphered into 
the supposed basic proteins the building pieces of new 
popular particles [17]. 

II. CORONAVIRUS 

A. Research Method  

As of late joining research techniques e.g. [18] p. 
112 turned out to be progressively imperative 
specifically while seeking after the objective of picking 
up “rich theoretical insights [19] p. 613.” One form for 
“developing new theoretical insights” [20] p. 506 is the 
survey driven exploration approach in which a 
specialist audits “existing theory and research” [20] p. 
506, but the contention can be made that we likewise 
can incorporate contextual investigation research 
discoveries that depend on this present reality 
perception of experts and associations e.g. [21], [19].  

The research method used in this study follows the 
principles outlined by [20]. It is a comprehensive 
literature review on (Coronavirus). Over one hundred 
articles have been reviewed in relevant journals such 
us Nature, Cell, Science, others which created a 
theoretical foundation of the paper. 

B. Definition of Coronavirus 

Defining and understanding the epidemiological 
and demographical of Coronavirus is very important 
[13]. There are 86 deaths in Middle East and until 
September 2012, the source remains unknown [13]. 
The rate of age that have highest positive is very 
young [22]. Most of Coronavirus cases were been 
detected in Middle East. While most of the cases have 
been detected in KSA, the lesser cases has been 

detected in UAE, Qatar, Jordan [23]. The infection 
from human to human is possible by close contact 
[24]. Searching on effective vaccine should help to 
control MERS [12]. 

 

Fig. 1. Coronavirus and its relation to four independent 
variables. 

III. CORONAVIRUS AND FOUR FACTORS 

A. Factor1: Infectious  

Coronavirus is an important pathogen in chickens 
whereas it reduces the performance by infects the 
respiratory tract, kidneys and oviducts [30]. There are 
two biotypes of coronavirus [31]. Upper and lower 
respiratory is associated by Coronavirus infection [32]. 
Coronavirus caused a highly contagious respiratory 
disease [33]. Coronaviruses infect people and animals 
[34]. Coronaviruses cause different diseases in many 
species [35]. 

B. Factor2: Camels 

 There are relationship between camels and 
Coronavirus [36]. However, the phenotypic 
characterization of Coronavirus is limited [37]. There is 
one of five samples was positive [9]. There is no 
coronavirus in respiratory tissues while lymphoid 
organs have the virus [38]. To prevent the virus from 
spread, we have to understand the situation and make 
control efforts [39]. Coronavirus revealed different 
viruses in dromedary camels [40].” 

C. Factor3: Middle East 

There are a lot of Coronavirus cases from four 
continents and at least 209 deaths [41]. The symptoms 
including fever, cough, and shortness of breath [42]. 
The exact source of coronavirus still unknown [43]. 
The lack of proper infection control has important role 
in increasing the cases [44]. Some countries showed 
that link to Hajj and some said there is no linked [45]. 
There is linked to camel race in coronavirus cases 
[46]. 

D. Factor4: Bats 

 Since bats can move for a long separation, it is 
essential to evaluate the danger of coronavirus host 
move and the episodes of investigating so as to raise 
coronavirus the pervasiveness of bat coronavirus [48]. 
Bats are specifically noteworthy in this admiration for 
various reasons including framing the second biggest 
mammalian request after rodents and bats harbor a 
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huge assortment of infections [49]. None of the 
nasopharyngeal swabs was positive for coronaviruses 
[50]. The spike protein, have comparative 
cancellations with coronaviruses in its C-terminus [22]. 
The recently reported Middle East respiratory disorder 
coronavirus (MERS-CoV) is phylogenetically firmly 
identified with the bat coronaviruses HKU4 and HKU5 
[1]. Bats have gotten our consideration recently, 
because of their relationship with a few serious 
developing irresistible illnesses [10]. 

IV. CONTRIBUTION AND NEW INSIGHT 

A novel coronavirus called "Middle East Respiratory 
Syndrome Coronavirus" (MERS-CoV) was initially 
reported in 2012 in Saudi Arabia and has since spread 
to a few different countries, including the United 
States. As mentioned by Ng “Severe acute respiratory 
syndrome (SARS) is a highly contagious infectious 
disease which first emerged in late 2002, caused by a 
then novel human coronavirus, SARS coronavirus 
(SARS-CoV). The virus is believed to have originated 
from bats and transmitted to human through 
intermediate animals such as civet cats. The re-
emergence of SARS-CoV remains a valid concern due 
to the continual persistence of zoonotic SARS-CoVs 
and SARS-like CoVs (SL-CoVs) in bat reservoirs [74].”  

 

CONCLUSION 

The research has shown that the Middle East 
respiratory syndrome coronavirus (MERS-CoV) is a 
new beta virus strain of an animal coronavirus that was 
first identified in Saudi Arabia in September 2012. 
Coronaviruses are common viruses that most people 
get some time in their life. Coronaviruses are normal 
all through the world, and they can infect people and 
animals. A few distinctive coronaviruses can taint 
people and make them sick. Coronaviruses were 
initially identified in the 1960s, but we don't know 
where they come from. They get their name from their 
crown-like shape. Most coronaviruses spread the 
same way other frosty bringing about infections do, 
through infected people sneezing and coughing, by 
touching a tainted people’s hands, or by touching 
things, for example, doorknobs that contaminated 
individuals have touched. There are currently no 
vaccines available to protect you against human 
coronavirus infection. You may be able to reduce your 
risk of infection by washing hands often with soap and 
water, not touching your eyes, nose, or mouth, and 
avoiding close contact with people who are sick. 
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